Department of Biochemistry
Jhargram Government Medical College & Hospital
Vidyasagarpally, Jhargram Pin 721507

Date : 28 th May 2024

Report :- Seminar in The Department of Biochemistry on the topic of
""Discovery of Genetic Code, its Characteristics, Genetic Mutation and Their
Repair Mechanism .

Today one seminar was arranged involving the 1st year MBBS students. Six students provided
their views on the topic of Discovery of Genetic Code, its characteristics, Genetic mutation and
their repair mechanisms. All students spoke very well and the attendance was also good.
Although it was the first seminar by the 1st year students, they seemed quite professional and
competent in preparing their slides and presentation. The overall experience was very
encouraging.

Name of the students who have participated, are:
1. Asif Ahmed

2. Rima Dhal

3. Moudipa Das

4. Tabassum Khatoon

5. Sk. Tahfim

6. Simran Khan

Some glimpses are posted here.

Har Gobind Khorana
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An example of three possible forward reading frames for a strand of
DNA

AGG TGA CAC CGC AAG CCT TAT ATT AGC

AGGT GAC'ACC'GCA'AGC CTT-ATATTA GC

AGGTG ACA CCG CAA GCC TTATAT - TAG-C
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SILENT MUTATION

« The codon containing the changed
base may code for the same amino
acid, soitis termed as “silent
mutation.

. The change mostly occurs in the 3"
position of the triplet codon.

« |t follows the Wobble Hypothesis.

- Eg:lfthe glycine (Gly) codon GGCis
given a different third base, U, to
become GGU, tstlll codeffan it




